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Huepopnvia : 07-01-2025
Tonog : AOGHNA
ApiBuoc : 11874
OikovouIko ‘EToG : 2024
MpwTOKoANO Aanavng : 37435/16-12-2024
Kwdikog ‘Epyou : 80229
EnioTnpovikog YneuBuvog : PHIFAZ S TAMATIOZ

XPHMATIKO ENTAAMA NAHPQMHZ

TWV NApakaT® SIKAIOUXWV WE TO Nood Twv: #EVEVAVTA EVVEA EUPM KAl EVEVAVTA evvEa AenTwv# (99,99 €)
ano 1o €pyo e TiTAo «Seek and destroy: The role of Lon proteolytic system in mitostasis» nou xpnuaTtodoTeiTal YEow Tou
npoypappartog «MNpoknpugeic Xwpig MAaioio» pe Tpane(iko Aoyapiacud GR4901100400000004054212339.

Enwvupia EnayyeAua
TZITZEKIAN NTIKPAN

MapacTaTikd Huepounvia Kartnyopia Aanavng KaBapn A€ia  Afia ®IMA  Suvolikn Agia

89 16/12/2024 61-00-2 ApoIBEC TpiTwV Ke ouuPBacn €pyou kai TIHOAOYIO 80,64 19,35 99,99
Mapoxnc Ynnpeoiwv

rlpro'Ko)\)\o AvaiAnuyng A.AA. 'Ava)\anr]q ArmoAoyia

Ynoxpewaong Ynoxpewong

7394/12-04-2024 WH1I46W8Z6-4WE >0pPaon:8662, A.A.A.:9=5846W8Z6-A0D

WP1 Generation of the transgenic Lon trap lines, WP2 co-immunoprecipitation
of the Lon trap,proteolytically inactive complex, WP3 Proteomics analysis of Lon
targets by LC/MS-MS analysis, WP4 in silico,modelling of Lon substrates, WP5
Identification of degrons signatures on the substrate

Kpatnoeig Agia
dopog 16,13

>uvoAikn A&ia EvtaApaToc

KaBapn Agia Aja ®MNA Suvohikn Agia >Uvoho Kpatnoewv MANPWTED
80,64 19,35 99,99 16,13 83,86
O MpoioTapevoc H MpoioTapevn
O EkkaBapioTnig OIKOVOHIKNG Alaxeipiong OIKOVOMIK®WV YNNPETIQV
TOKAZ NIKOAAOZ AIrPAGIQTHZ NIKOAAOZ KATZIMMPINAKH
OEOAQPOZ KQNZTANTINA

(14/01/2025 16:06:35)

(14/01/2025 13:20:02) (14/01/2025 17:21:22)

SeAida 1 anod 1
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